In the title complex, [Zn(C 17 H 11 N 6 O)Cl(C 3 H 7 NO)], the Zn II atom has a distorted square-pyramidal coordination formed by one Cl, two O and two N atoms. In the crystal structure, intermolecular N-HÁ Á ÁCl hydrogen bonds link molecules into centrosymmetric dimers, which are further assembled by interactions [centroid-centroid distances = 3.809 (3) and 3.834 (3) Å ] into layers parallel to the ab plane. The crystal packing exhibits also weak intermolecular C-HÁ Á ÁCl interactions.
Related literature
For general background concerning the self-assembly of metal complexes with organic ligands, see: Chi et al. (2008) ; Patroniak et al. (2005) ; Kovbasyuk et al. (2005) . For related structures, see: Preston & Kennard (1969) ; Jian et al. (2004) ; Patroniak et al. (2003) .
Experimental
Crystal data [Zn(C 17 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 2; (ii) Àx; Ày; Àz þ 2.
Data collection: CAD-4 Software (Enraf-Nonius, 1989); cell refinement: CAD-4 Software; data reduction: NRCVAX (Gabe et al., 1989) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: WinGX (Farrugia, 1999 [(Z)-1-Amino-2-cyano-2-(4,6-di-2-pyridylpyrimidin-2-yl)ethenolato]chlorido(N,N-dimethylformamide-O)zinc(II)
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Comment
Recently, self-assembly of specially designed metal complexes have attracted intense attention due to their fascinating molecular structures and crystal-packing motifs (Chi et al., 2008) . Several metal complexes with ligands containig heterocyclic pyrimidine and pyridine units have been studied previously to explore the role of hydrogen bonding in supramolecular assemblies (Patroniak et al., 2005; Kovbasyuk et al., 2005) . Herein, we report the crystal structure of the title compound (I).
In (I) ( Fig. 1 ), the zinc(II) ion is coordinated by one O anion and two N atoms of (Z)-3-amino-2-(4,6-di(pyridin-2yl)pyrimidin-2-yl)-3-hydroxyacrylonitrile ligand, one O atom from DMF (DMF = N,N-dimethylformamide) and one Clanion, forming a distorted square-pyramidal geometry. The Zn-Cl distance of 2.2956 (12)Å is longer than the value of 2.212 (4) Å in ZnCl 2 (2,9-dimethyl-1,10-phenanthroline) (Preston et al., 1969) and 2.209 (1)Å in ZnCl 2 (C 6 H 4 N 3 CH 2 COPh) 2 (Jian et al., 2004) . The Zn-O bond lengths of 1.996 (3) and 2.066 (2)Å, respectively, are shorter than those reported previously (Patroniak et al., 2003) . The Zn-N bond lengths are 2.103 (3) and 2.106 (2) Å, respectively, which are in disagreement with the corresponding five-coordination Zn-N distances found in similar compounds (Patroniak et al., 2003; Chi et al., 2008 ) . The N3-Zn1-N4 bite angle is 77.58 (10)°, which is narrower than that in {Zn[4,6-bis(2-pyridyl)-2aminopyrimidine](OOCCH 3 ) 2 } [78.40 (7)°, Chi et al., 2008] .
The five-membered chelate ring N3/C8/C9/N4/Zn1 (P1) is fairly planar, the deviation of atom Zn1 from the weighted least-squares plane N3/C8/C9/N4 is 0.079 Å. The dihedral angles formed by P1 with the planes N3/C14/C15/C17/O1/ Zn1(P2), N2/C6-C8/N3/C14(P3), N4/C9-C13(P4) and N1/C1-C5(P5) are 16.67, 9.93, 5.02 and 19.49°, respectively. The dihedral angles formed by P3 with P4 and P5 are 5.61 and 16.55°, respectively. The dihedral angle between P2 and P4 is 14.55°.
In the crystal structure, intermolecular N-H···Cl hydrogen bonds (Table 2 ) link molecules into centrosymmetric dimers, which are further assembled by π-π interactions ( Table 1) into layers parallel to ab plane. The crystal packing exhibits also weak intermolecular C-H···Cl interactions ( Table 2) .
Experimental
The title complex was prepared by the reaction of (Z)-3-amino-2-(4,6-di(pyridin-2-yl)pyrimidin-2-yl)-3-\ hydroxyacrylonitrile (3.16 g, 10 mmol) with Zinc dichloride (1.36 g, 10 mmol) in water solution at 353 K for four hours. Single crystals suitable for x-ray measurements were obtained by recrystallization from DMF at room temperature. supplementary materials sup-2 Refinement All H atoms, except H1, were fixed geometrically and allowed to ride on their attached atoms, with C-H distances constrained to 0.93-0.96Å, N-H = 0.86 Å, and with U iso (H) = 1.2-1.5U eq (C, N). Atom H1 was located on a difference map and refined isotropically. 
Crystal data [Zn(C 17 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 118.3 (4) N6-C17-C15 118.9 (3) C1-C2-H2B 120.9 O2-C18-N7 123.6 (3) C3-C2-H2B 120.9 O2-C18-H1 119 (3) C2-C3-C4 118.8 (4) N7-C18-H1 117 (3) C2-C3-H3A 120.6 N7-C19-H19A 109.5 C4-C3-H3A 120.6 N7-C19-H19B 109.5 C5-C4-C3 118.8 (4) H19A-C19-H19B 109.5 C5-C4-H4A 120.6 N7-C19-H19C 109.5 C3-C4-H4A 120.6 H19A-C19-H19C 109.5 N1-C5-C4 122.3 (3) H19B-C19-H19C 109.5 N1-C5-C6 115.6 (3) N7-C20-H20A 109.5 C4-C5-C6 122.0 (3) N7-C20-H20B 109.5 N2-C6-C7 118.5 (3) H20A-C20-H20B 109.5 N2-C6-C5 120.6 (3) N7-C20-H20C 109.5 C7-C6-C5 120.8 (3) H20A-C20-H20C 109.5 C8-C7-C6 118.3 (3) H20B-C20-H20C 109.5 Symmetry codes: (i) −x+1, −y+2, −z; (ii) −x+2, −y+2, −z. 
Hydrogen-bond geometry (Å, °)
